4-(3-Chlorophenyl)-1-(3-chloropropyl)piperazin-1-ium chloride redetermined at 100 K The crystal structure of the title salt, C 13 H 19 Cl 2 N 2 + ÁCl À , has been reported previously [Homrighausen & Krause Bauer (2002) . Acta Cryst. E58, o1395-o1396] based on room-temperature data, where it was found to contain a disordered chloropropyl group. We now present the structure at 100 K in which the chloropropyl group is ordered. The piperazine ring adopts a chair conformation with the exocyclic N-C bonds in equatorial orientations. The dihedral angle between the piperazine ring (all atoms) and the benzene ring is 28. 47 (5) . The chloropropyl group has an extended conformation [N-C-C-C = À177. 25 (8) and C-C-C-Cl = 174.23 (7) ]. In the crystal, chargeassisted N-HÁ Á ÁCl hydrogen bonds link the cation and anion into ion pairs. Numerous weak C-HÁ Á ÁCl interactions link the ion pairs into a threedimensional network. Short ClÁ Á ÁCl contacts [3.2419 (4) Å ] are also observed.
Structure description
The title compound C 13 H 19 Cl 2 N 2 + Cl À belongs to a class of 5-HT1 (5-hydroxytryptamine1) subtype serotonin receptor ligands (Okamoto et al., 1993; Verdonk et al., 1992; Dalpiaz et al., 1996) . The structure of the title compound ( Fig. 1 ) has been previously reported (Homrighausen & Krause Bauer, 2002) but was collected at 296 K and contained a disordered chloropropyl group. This redetermination at 100 K shows that the chloropropyl group is ordered. In the crystal, charge-assisted N-HÁ Á ÁCl hydrogen bonds and C-HÁ Á ÁCl secondary interactions occur (Table 1 and Fig. 2 ), resulting in a three-dimensional supramolecular architecture. 
Figure 1
Diagram of C 13 H 19 Cl 2 N 2 + Cl À , with hydrogen bonds shown as dashed lines. Atomic displacement parameters are shown at the 30% probability level. Computer programs: APEX2 (Bruker, 2005) , SAINT (Bruker, 2002) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , SHELXTL (Sheldrick, 2008) . Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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